Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.040; wR factor = 0.099; data-to-parameter ratio = 16.3.
Related literature
The crystal structures of several Schiff bases derived by condensing aryl-2-ethylamines and substituted salicylaldehydes have been reported; see: Chatziefthimiou et al. (2006) ; Chohan et al. (2008) ; Coombs et al. (2005) ; Li et al. (2006) ; Rä isä nen et al. (2007) .
Experimental
Crystal data = 85.313 (2) V = 692.65 (4) Å 3 Z = 2 Mo K radiation = 0.28 mm À1 T = 100 K 0.25 Â 0.25 Â 0.03 mm
Data collection
Bruker SMART APEX diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.934, T max = 0.992 5284 measured reflections 3036 independent reflections 2235 reflections with I > 2(I) R int = 0.025 Refinement R[F 2 > 2(F 2 )] = 0.040 wR(F 2 ) = 0.099 S = 1.03 3036 reflections 186 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.28 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2009 
